The mitochondrial genome of Diadromus collaris (Hymenoptera: Ichneumonidae).
We sequenced the nearly complete mitochondrial genome of the parasitic wasps Diadromus collaris, the fourth sequenced mitogenome in the family Ichneumonidae (Insecta: Hymenoptera). The sequenced segment is 14,621 bp, including 13 protein-coding genes, 19 transfer RNA genes and 2 ribosomal RNA genes. Four tRNAs are rearranged comparing to the ancestral insect mitochondrial gene arrangements, which coincides with the fact that the most rearranged genes are tRNA genes in the Ichneumonidae, and trnI-trnQ-trnM is a hot-spot of gene rearrangement. The lrRNA secondary structure was predicted, containing six domains (I-VI) and 49 helics.